
RNA Club 2026 — Proposed Scientific Programme 

08:30–09:00 IOCB hallway  

Registration & welcome coffee 

09:00–09:10 IOCB lecture hall A 2.01 

Welcome and opening remarks 

09:10–10:00 — Keynote Lecture I 

Jeppe Vinther 

Mechanism for selective Flavine Adenine Dinucleotide initiation in hepatitis C virus replication 

10:00–11:00 — Session I: RNA Biogenesis, Processing and Quality Control 

10:00–10:20 — Ahmed H. Hassan – CEITEC-MU 

Better late than wrong: Delayed ribosome assembly as a quality checkpoint 

10:20–10:40 — Prashant Chauhan — Biology Centre CAS 

A p32 family RNA editing factor acts in mitochondrial ribosome biogenesis 

10:40–11:00 — Praveenkumar Rengaraj — University Campus Bohunice 

The role of ALKBH5 molecular interactions in mRNA processing 

11:00–11:25 

Coffee break IOCB hallway 

11:25–12:25 — Session II: RNA Modification, Capping and Gene Regulation 

11:25–11:45 — Filip Karásek — Institute of Molecular Genetics CAS 

The 5' Methylation Barcode: A Molecular Checkpoint Linking snRNP Biogenesis to Innate 

Immune Sensing 

11:45–12:05 — Jiří Potužník — IOCB Prague 

New Ways to Don a Cap: Ap4A-seq Identifies a Subset of Diadenosine Tetraphosphate (Ap4A) 

capped mRNAs 

12:05–12:25 — Václav Veverka — IOCB Prague 

A molecular bridge between chromatin remodeling and RNA export 

12:25–12:35 

Company presentation 

12:35–14:35 

Lunch & poster session (club or garden, posters - 3rd and 2nd floor of building B) 



 

14:35–15:25 — Keynote Lecture II 

Marcin Nowotny 

Reverse transcriptases: from viral replication to antiphage defense 

15:25–16:25 — Session III: RNA, Viruses and Cellular Defense 

15:25–15:45 — Kristýna Netušilová — Charles University 

Insights into the Molecular Organization of pGKL Virus-Like Elements in Yeast 

15:45–16:05 — Joseph Diego Andre Florian - Institute of Molecular Genetics CAS 

Mini Dicer: the minimal mammalian Dicer for dsRNA degradation and stimulation of RNAi 

16:05–16:25 — Priyanka Krishnamurthy — Czech University of Life Sciences 

Elucidating R-gene-mediated resistance to wheat dwarf virus in Triticum aestivum genotypes 

16:25–16:50 

Coffee break 

16:50–18:10 — Session IV: RNA Codes and Technologies 

16:50–17:10 — Yu Tracy Chih-Ting Koubkova — Biology Centre CAS 

Living without a dedicated stop codon: Evolutionary adaptations to genetic code reassignment in 

Blastocrithidia nonstop 

17:10–17:30 — Nawal Al-Chamy — Institute of Microbiology CAS 

Stops making Sense 

17:30–17:50 — Samanta Rožánková — IOCB Prague 

Enzymatic Synthesis of Base-Modified and Hypermodified 2′-Fluororibo-XNA with Engineered 

DNA Polymerases 

17:50–18:10 — Jana Wiedermannová — Czech Academy of Sciences 

RNA folding below the nanopore impairs direct RNA sequencing fidelity and modification 

calling 

18:10–18:20 

Closing remarks & prizes 

From 18:20 

Dinner & informal networking (club or garden) 

 

 



 

Posters: 

1. Petra Sudzinová — Institute of Microbiology of the CAS 

Guardians of the bacterial RNA polymerase 

2. Vojtěch Černý — Biology Centre, Czech Academy of Sciences 

A novel translation termination factor in trypanosomatids 

3. Julie Kovářová — Biology Centre CAS 

Deciphering the translation termination machinery in trypanosomatids 

4. Veronika Kocarkova — Institute of Microbiology of the Czech Academy of Sciences 

From transcription factors to antibiotic resistance: How Bacillus subtilis outsmarts D-

cycloserine 

5. Sarka Bobkova — Institute of Microbiology, CAS 

Gene expression regulation by B. subtilis catabolite control protein A (CcpA) upon 

rifampicin treatment 

6. Ivana Hálová — Institute of Molecular Genetics 

High-throughput screening for enhancing PRPF31 expression in retinitis pigmentosa 

model 

7. Carolina Silva — Institute of Molecular Genetics 

Molecular Analysis of RNA Splicing in Inherited Retinal Dystrophies 

8. Priyanka Rawat — Institute of Microbiology, Czech Academy of Sciences 

Pseudouridines in bacterial mRNA 

9. Kristýna Hladíková — Institute of Microbiology of the CAS 

The pBS32 plasmid in the physiology of Bacillus subtilis: Transcription dependent on the 

plasmid encoded SigN factor and the role of the plasmid in resistance to bacteriophages 

10. Anamika Mishra — Charles University 

To Silence or to Switch? EIF4E2 Gets an ISG15 Makeover 

11. Anna Vlčková — CEITEC MUNI 

Unexpected roles of RNA modification and stability factors in mRNA processing and 

cellular division 

12. Alexandra Popova — Charles University 

Who interacts with EIF4E3? 

13. Valeriy Kutsyna — IMG CAS 

Characterization of the Slug piRNA Machinery 

14. Puranjaya Pancholi 

Dual-fluorescence reporter to study translation in Blastocrithidia nonstop 

15. Veronika Holotová — Institute of Molecular Genetics 

Human DEAD-box RNA helicase Gemin3 preferentially unwinds RNA duplexes with a 

short internal loop 

16. Alice Mášová — Institute of Biotechnology CAS 

Mapping Cellular Diversity and Spatial Architecture Using Cutting-Edge Transcriptomic 

Technologies 

17. Tamara Knežová Balgová — Institute of Microbiology of the Czech Academy of 

Sciences 



New player on the stage: identification and characterization of a novel interacting 

partner of Mycobacterium smegmatis RNA polymerase 

18. Kateryna Nemesh — Institute of Molecular Genetics of the Czech Academy of Sciences 

Organization and Activity of piRNA Clusters in Terrestrial Slugs 

19. Zuzana Granec — Institute of Molecular Genetics of the Czech Academy of Sciences 

Probing the Role of IDR3 in the Vertebrate Dicer–Argonaute 2 Interaction 

20. Martin Kubů — Faculty of Science, Charles University 

The Influence of ADAR1 on Hepatitis C Virus Replication 

21. Klára Juříková Mikesková — Institute of Microbiology of the Czech Academy of 

Sciences 

The position of δ on RNA polymerase and the function of its C-terminal domain 

22. Pavel Brazda — IOCB 

A non-coding Ms1 RNA modulates activity of RNA polymerase in M. smegmatis 

23. Pragya Kamal — Institute of Microbiology 

Initiation Tango: eIF3c Choreography in Human AUG Selection 

24. Nenad Radivojevic — IMG CAS 

The role of coilin in snRNP maturation 

25. Adriana Šubrtová — Institute of Microbiology of the CAS 

Do eIF4A1 and eIF4A2 play the same role in T cells? 

26. Srinjoyee Singh Pawar — Institute of Microbiology of the Czech Academy of Sciences 

From Stop to Start: A 40S-bound eRF1 ‘handover’ complex bridges termination to 

initiation 

27. Anton Škríba — IOCB Prague 

Detection and Quantification of RNA Caps by LC–MS 

28. Pavel Vopalensky — IOCB Prague 

Discovery and Sequencing of Ap2N-Capped RNAs in Human Cells 

29. Anna Maďarová — Institute of Organic Chemistry and Biochemistry of the CAS 

Crystallization of protein-DNA complexes of virulence-associated transcriptional 

regulators from Staphylococcus aureus 

30. Dajana Kolarova — Institute of Organic Chemistry and Biochemistry of the CAS 

Characterization of putative E. coli ligase and NTPase 

31. Gonçalo Filipe Moreno — Institute of Organic Chemistry and Biochemistry of the CAS 

Unraveling the Role of Ap4A-RNA in Cancer 

32. Zuzana Poláčková — Institute of Molecular Genetics of the Czech Academy of 

Sciences 

Nuclear accumulation of 3’ unprocessed U1 snRNAs defines a novel biomarker of 

BRAT1- and INTS11-mutated neurodevelopmental disorders.  

 

 


